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Predicting an Immune Response in Patients (Collaboration with Industry Consortium)

SUMMARY

An industry wide consortium* focused on building a mathematical model (QSP model) of
immune response to a drug, that integrates bioinformatics and in vitro screening assays with
mechanistic knowledge to predict likelihood of unwanted immune response in
patients/populations with a given HLA type/composition

*Companies include: Certara, BMS, Pfizer, Astellas, Astra-Zeneca, Abbvie, Roche/Genentech
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Risk mitigation strategy for immunogenic molecules

How it's done: The Mechanics Behind
the Model
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